: Sequence homology in FoxF1 gene. (A) Comparison of amino acid sequence of FoxF1 from Mus musculus (Accession number NP_034556) with FoxF1proteins from Homo sapiens (Accession number AAC50399), Pan troglodytes (chimpanzee) (Accession number xp_523449), Xenopus laevis (Accession number Q9W707) and Danio rerio (zebrafish) (Accession number A1L1S5). Multiple alignments were performed using CLUSTALW program (Mac vector version 9.5.2). Identical amino acids of each protein are indicated with black boxes. Forkhead domain is shown with red line. (B) Phylogenetic tree was determined using CLUSTALW program (Mac vector version 9.5.2) based on the multiple alignment of amino-acid sequences of FoxF1 proteins from different species. A value of 0.1 corresponds to a difference of 10% between amino acid sequences.
